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Abstract

The objective of this research was to investigate the relationship of 10 rice varieties using RAPD
technique. The rice DNAs were extracted by CTAB method. Genetic relationship of rice breeds were
analysed by RAPD technique using random primers. The DNA Fingerprinting were analyzed by the
PhotocapMW and SPSS. In our study, the rice samples were grouped into 3 groups, group 1 was
MunPu rice, Rice berry, Purple rice, PayaLeumGaeng rice, Red jasmine rice 105, Sanpatong Rice add
KnewNgu rice. Group 2 was Luempua rice and Hom Nin rice, and group 3 was Hom Dang Sukhothai
rice. The similarity index of group 1 and group 2 was 0.632, group 3 compared to group 1 and group

3 compared to group 2 were 0.472 and 0.525, respectively.
Keywords : Local rice, Genentic, RAPD Technique.
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