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Identification of local rice cultivar of Phetchabun Province using nucleotide

sequence of rbcL gene
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ABSTRACT

Investigation of local rice cultivars in Phetchabun Province indicated that one rice cultivar has many
names by local farmers and merchances. In this research, the sequence of rbcL gene of different local rice
cultivars from different areas were examined for cultivar identification. Genomic DNA was extracted from rice
and sticky rice, both color and colorless. The rbcL gene was generated by PCR method. The result found
that, the rbcL sequences of 15 local rice cultivars were divided to 7 rice cultivars and 8 sticky rice cultivars
and clearly concordance with the Phylogenetic Tree. These results indicated that all 15 sequence nucleotides

could be act as molecular marker for local rice cultivar analysis and identification of Phetchabun province.
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Figure 1 The feature of rice seeds (left) and Transparent brown rice of 7 local rice cultivars in Phetchabun
province.
A. Kow B. Dumleesor C. Dang D. Leesorphetdum

E. Luemgab F. Hommalirai G. Hommalidoi

Genomics, Bioinformatics, and System Biology Conference (GBSBC 2015)

10-11 W(]ﬂ?)ﬂ'lil% 2558 mvl‘]J!.YIﬂ UNWI NFILNNY

-50-



Srisuvoramas et al. P006

Figure 2 The feature of sticky rice seeds (left) and their brown sticky rice (right) of 8 local rice in Phetchabun
province.
A. Dummong B. Kowmong C. Homtaluang D. Hommuenlan

E. Taluang F. Puakluang G. Dumleesor H. Payaluemgang
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Figure 3 Phylogenetic tree of 7 local rice cultivars from Phetchabun province. JK = 912131917 (Kow rice);
JDA = 111131Uad (Dang rice); JDLS = T17L3é 8w (Dumleesor rice); KLG = 9113183N0U (Luemgab rice);

KHMLD = dndnmenuzinas/sndidnals (Hommalidoi rice); LSPD = 11aidn@walwssen (Leesorphetdum

rice); HMLR = 9121317auNea |5 (Hommalirai rice).
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Figure 4 Phylogenetic tree of 8 local sticky rice cultivars from Phetchabun province. NTL = Jnieaan
WRABd (Taluang sticky rice); NHMLN = FRheInaURIBAY (Hommuenlan sticky rice); NHTL = Tniien

v =
VIR

RONAUNRRD (Homtaluang sticky rice); NKM = TR Hha1U109 (Kowmong sticky rice); NPYLG

v =
PAIILAWE

annammd (Payaluemgang sticky rice); NDM = SRR TP PIA) (Dummong sticky rice); NDLS

CRRER (Dumleesor sticky rice); NPL = Tnieilfeniniaes (Puakluang sticky rice).
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Figure 5 Features and similarities in alignment window of 15 local rice cultivar sequences, present number of

base 959-1087 bp.DOT (.) = view conservation by plotting identities to a standard as a dot.
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